FIG. 1 A: Fall length ApO'Al seqaeace 
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MKAAVLTLAVIJLTGSQAIUiFWQQDEPPQSPWDRVKDIATVYVD 
VLKDSGRDYVSQFEGSALGKQLNIJaiJJNWDSWSTFSKLREQLGPVTQEFWDNLra 

TEGLRQEMSHDLEEVKAKVQPYLDDFQiaCWQEEMELYRQKVEPLRAELQEGARQKLHE 

194 

LQEKLSPLGEENIRDRARAHVDAIJITHI^YSDEUIQRIAARLEAUCENGGARI^ 

267 

KATEHI^TI^EKAKPALEDIJIQGLIJ^VLESFKVSFI^ALEEYTKKLOTQ 

sig_peptid« 20^91 

inatarejproteiB 92..820 
20 a tgaaagctgc ggtgc^acc t^ccgtgc tcttcctgac 
61 ggggagccag gctcggcatt tctggcagca agttgaacce ccccagagcc cc^^ateg 
121 agtgaaggac ctggccactg tgtacgtgga tgtgctouui gacagcggca gagactatgt 
181 gtcccagttt gaaggctccg ccttg^Ma acagctaaac ctaaagctcc ttgacaac^ 
241 ggacagcgtg acctccacct tcageaagct gcgcgaacag ctcggecctg ^cccag^ 
301 gttctgggat aicctggaaa aggagacap gggcctgagg caggagatga gcaaggatet 
361 ggaggaggtg aaggccaagg tgcagcccta cc^acgac ttccagaaga agtggcagga 
421 ggaga4gatc<*<*c^S^ agaagg^ga gccgctgcgc gcagagctec aagagggcgc 
481 gcgccagaag ctgowgagc tgcaagagaa gctgagccca ctgggcgagg agatgcgq^a 
541 ccgcgcgcge geccatgtgg acgcgctgcg cacgcatctg gccccctaca gcgacgagct 
601 gcgccagcgc ttggccgcgc gccttgaggc tctcaaggag aacggcggcg ccagactggc 
661 cgagtaccac gccaaggcca ccgagcatct gagcacgctc agcgagaagg ccaagcecgc 
721 gctcgaggac ctccgccaag gcctgctgcc cgtgctggag agcttcaagg toagcttcct 
781 gagcgctctc gaggagtaca ctaagaagct caacacccag 
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25 

DEPPQSPWDRVKDLATVYVD 

VLKDSGRDYVSQFEGSALGKQLNLKIiJJNWDSVTSTFSKIJlEQLGPVTQEFWDl^EK^ 

TEGLRQEMSKDI£EVKAKVQPYU)DFQKKWQEEMELYRQKVEPLRAELQEGARQKLHE 

194 

LQEKLSPLGEEMRDRARAHVDALRTHLAPYSDEL 
92 gatgmcc ccccagafcc cc^Sgtteg 

121 astgasggac etfgjccmctg tgtacg^ft tgtgctouui gacagcgfca gagactatgt 
181 gtcccagttt guggctccg ccttgggaaa acagctuuic ctaaagetce ttgacaaetg 
241 ggacagcgtg acctecacct tcagcaaf et gcgcgaacag ctcggccetg IgMccasgt 
301 gttc^ggat aacctgsuui iggagacagu ggscctgagg caggsgatga gcaa«g»tct 
361 ggaggaggtg aagsccugg tgcagcccta cctggacgac ttecagaaga agtggcaoa 
421 ggagatggsg ctcttccgcc agaaggtgga gccgctgcgc gcagagctcc aagagggege 
481 gcgccagug ctgoicgagc tgcaagagtt gctgagccca ctgggcgagg agatgcgcgs 
541 ccgcgcgcgc gcccatgtgg acgcgctgq; cacgcatctg gccccctaca gcgacgagct 

601 g 
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25 

DEPPQSPWDRVKDLATVYVD 

VLKDSGRDYVSQFEGSALGKQLNUOXDNWDSVTSTFSKLMQLGPVTQEFWDNLEKE 

144 

TEGLRQEMSKDLEEVKAKVQPYLDDFQiCKWQEEMELYRQKVE 
92 gatguccc ccccagtgcc cctgggatcg 

121 agtguggac ctgfccactg tgtacgtgga tgtgctcaaa gacagcggca gagactstgt 
181 gteccacttt gaagptccg ccttogaaa acagctaaac ctaaagdec ttgacaac^ 
241 ggacagcgtg acctccacct tcagcaagct gcgcgaacag ctcggccctg tgacccagga 
301 gttctgggat aacctggaaa aggagacaga gggcctgagg caggagatga geaaggatet 
361 ggaggaggtg aaggecaagg tgcagcccto cctggacgac ttccagaaga agtggcagga 
421 ggaga^gag ctetacq^cc i^aagg^ga g 
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156 

QKLHE 

194 

LQEKLSPLGEEMRDRARAHVDALRTHIj\PYSDELRQIU.AARI^ALKENCXjARIJV^^ 

267 

KATEHI^TI^EKAKPALEDLRQGLLPVLESFKVSFI^ALEEYTKKIOT 

485 cagug ctgcacsigc tgcaagagu gctgagccoi ctgggcgagg agttgcgcg* 
541 ccgcgcgcgc gcccatgta acgcgctgcg cacgcatctg gecccctact gegacgagct 
601 gcgccagcgc ttggccgegc gccttgMS^ tctcaaggag aaeggcggsg ccagactgge 
661 egagtaccftc gccaaggcca ecgagcatet gtgcaegcte tgcgagun ceaageccge 
721 gctcgtgg«c ctecgccaag gcctgetgec cgtgctggtg agetteaagg tcagettcet 
781 gagcgctctc gaggagtaca ctaagaagct caacacccag 
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□ TNFa-PHA 
■ TNFa + PHA 
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